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SEQUENCE LISTING 

3 (1) GENERAL INFORMATION: 

5 (i) APPLICANT: Sogabe, Atsushi 

6 Hattori, Takashi 

7 Nishiya, Yoshiaki 

8 Kawamura, Yoshihisa 

10 (ii) TITLE OF INVENTION: Creatine Amidinohydrolase, Production 

11 Thereof and Use Thereof 
C— > 13 (iii) NUMBER OF SEQUENCES: 3 

15 (iv) CORRESPONDENCE ADDRESS: 

16 (A) ADDRESSEE: LEYDIG, VOIT & MAYER, LTD. 

17 (B) STREET: Two Prudential Plaza, Suite 4 900 

18 (C) CITY: Chicago 

19 (D) STATE: Illinois 

20 (E) COUNTRY: USA 

21 (F) ZIP: 60601-6780 

23 (v) COMPUTER READABLE FORM: 

24 (A) MEDIUM TYPE: Diskette - 3.5 inch, 1.44 Mb storage 

25 (B) COMPUTER: IBM PC compatible 

26 (C) OPERATING SYSTEM: PC-DOS/MS-DOS 

27 (D) SOFTWARE: 

29 (vi) CURRENT APPLICATION DATA: 

C— > 30 (A) APPLICATION NUMBER: US/10/807 , 228A 

C— > 31 (B) FILING DATE: 23-Mar-2004 

32 (C) CLASSIFICATION: Divisional 

34 (vii) PRIOR APPLICATION DATA: 

35 (A) APPLICATION NUMBER: JP 25435/1996 

36 (B) FILING DATE: 13-FEB-1996 

38 (viii) ATTORNEY/AGENT INFORMATION: 

39 (A) NAME: John Kilyk, Jr. 

40 (B) REGISTRATION NUMBER: 30,763 
C— > 41 (C) REFERENCE /DOCKET NUMBER: 226749 

43 (ix) TELECOMMUNICATION INFORMATION: 

44 (A) TELEPHONE: (312) 616-5600 

45 (B) TELEFAX: (312) 616-5700 

46 (C) TELEX: 25-3533 

48 (2) INFORMATION FOR SEQ ID NO: 1: 

50 (i) SEQUENCE CHARACTERISTICS: 

51 (A) LENGTH: 404 amino acids 

52 (B) TYPE: amino acid 

53 (D) TOPOLOGY: linear 
W— > 55 (ii) MOLECULE TYPE: 

56 (A) DESCRIPTION: protein 
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58 (vi) ORIGINAL SOURCE: 

59 (A) ORGANISM: Alcaligenes faecalis 

60 (B) STRAIN: TE3581 (FERM P-14237) 

62 (ix) FEATURE: 

63 (A) NAME /KEY : mat peptide 

64 (B) LOCATION: 1 to 404 

65 (D) OTHER INFORMATION: protein having creatine amidino- 

66 hydrolase activity 

68 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 
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110 Phe Gly Tyr Gly His Ser Phe Gly Val Leu Cys His Tyr Tyr Gly Arg 

111 ~ 325 330 335 

112 Glu Ala Gly Val Glu Leu Arg Glu Asp lie Asp Thr Glu Leu Lys Pro 

113 340 345 350 

114 Gly Met Val Val Ser Met Glu Pro Met Val Met Leu Pro Glu Gly Met 

115 355 360 365 

116 Pro Gly Ala Gly Gly Tyr Arg Glu His Asp He Leu He Val Gly Glu 

117 370 375 380 

118 Asp Gly Ala Glu Asn He Thr Gly Phe Pro Phe Gly Pro Glu His Asn 

119 385 390 395 400 

120 He He Arg Asn 

121 404 

123 (2) INFORMATION FOR SEQ ID NO: 2: 

125 (i) SEQUENCE CHARACTERISTICS: 

126 (A) LENGTH: 1212 base pairs 

127 (B) TYPE: nucleic acid 

128 (C) STRANDEDNESS: double 

129 (D) TOPOLOGY: linear 

131 (ii) MOLECULE TYPE: genomic DNA 

133 (vi) ORIGINAL SOURCE: 

134 (A) ORGANISM: Alcaligenes faecalis 

135 (B) STRAIN: TE3581 (FERM P-14237) 

137 (ix) FEATURE: 

138 (A) NAME/KEY: CDS 

139 (B) LOCATION: 1 to 1212 

141 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

143 ATG ACT GAC GAC ATG TTG CAC GTG ATG AAA TGG CAC AAC GGC GAG AAA 48 
14 4 Met Thr Asp Asp Met Leu His Val Met Lys Trp His Asn Gly Glu Lys 
145 15 10 15 

14 6 GAT TAT TCG CCG TTT TCG GAT GCC GAG ATG ACC CGC CGC CAA AAC GAC 96 

147 Asp Tyr Ser Pro Phe Ser Asp Ala Glu Met Thr Arg Arg Gin Asn Asp 

148 20 25 30 

14 9 GTT CGC GGC TGG ATG GCC AAG AAC AAT GTC GAT GCG GCG CTG TTC ACC 14 4 

150 Val Arg Gly Trp Met Ala Lys Asn Asn Val Asp Ala Ala Leu Phe Thr 

151 35 40 45 

152 TCT TAT- CAC TGC ATC AAC TAC TAT TCC GGC TGG CTG TAC TGC TAT TTC 192 

153 Ser Tyr His Cys He Asn Tyr Tyr Ser Gly Trp Leu Tyr Cys Tyr Phe 

154 50 55 60 

155 GGA CGC AAG TAC GGC ATG GTC ATC GAC CAC AAC AAC GCC ACG ACG ATT 240 

156 Gly Arg Lys Tyr Gly Met Val He Asp His Asn Asn Ala Thr Thr He 

157 65 10 75 80 
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215 GAC GGT GCC GAG AAC ATC ACC GGC TTC CCG TTC GGT CCG GAA CAC AAC 1200 

216 Asp Gly Ala Glu Asn lie Thr Gly Phe Pro Phe Gly Pro Glu His Asn 

217 385 390 395 400 

218 ATC ATC CGC AAC 1212 

219 He He Arg Asn 

220 404 

223 (2) INFORMATION FOR SEQ ID NO: 3: 

225 (i) SEQUENCE CHARACTERISTICS: 

226 ' (A) LENGTH: 39 base pairs 

227 (B) TYPE: nucleic acid 

228 (C) STRANDEDNESS: single 

229 (D) TOPOLOGY: linear 

231 (ii) MOLECULE TYPE: other nucleic acid (synthetic DNA) 

233 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 

235 CAACATGTCG TCAGTCATAT GTGTTTCCTG TGTGAAATT 39 
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